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<140> 
<141> 
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<160> 116 

<170> Patentin Ver. 2.0 

<210> 1 

<211> 3480 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (3477) 




48 



96 




144 



192 



240 



288 




336 



384 




ttc aaq qtg gtg atg gag aag gac atg gtg ggg tec ccg get cat gac 
Phe Glu ?a? ?a? Me? Gin Lys Asp Met Val Gly Ser Pro Ala Hxs Asp 
130 135 140 



acc aae cac egg ggc ccc ecc ace age tgg etg gee eca ggc cgc gee 
?hr A^n nls A?J lly Pro Pro Thr Ser Trp Leu Ala Pro Gly Arg Ala 



145 150 



aag ace ttc cgc ctg aag ctg ecc geg ctg etg geg etg aeg gee egg 
Lys Thr Phe Arg Leu Lys Leu Pro Ala Leu Leu Ala Leu Thr Ala Arg 

170 



165 



III lit lit tl III lit lly til lit IT. III III S T.I III 

180 185 190 

acc atq qtq gtg gac gtg gac ctg aeg ecc geg gea cec age age gag 
Til ?a? fal Vl ASP val Isp Leu Thr Pro Ala Ala Pro Ser Ser Glu 
195 200 205 

teg ctg gee etg gac gaa gtg aca gee atg gac aac cac gtg gca ggg 
Se? Leu Ila LeG Asp Glu Val Thr Ala Met Asp Asn Hxs Val Ala Gly 
210 215 220 

etc ggg ecc geg gag gag egg egt geg ctg gtg ggt ecc ggc tet ccg 
Leu Gly Pro Ala Glu Glu Arg Arg Ala Leu Val Gly Pro Gly Ser Pro 
225 230 

iti ni III III III III III m III til i III 

245 250 

aac ecc gac gee teg ggc tee age tge age etg gee egg aeg cgc tee 
Asn Pro Asp Ala Ser Gly Ser Ser Cys Ser Leu Ala Arg Thr Arg Ser 
260 265 

I?, Ill til III III III fa! ill i^i III sii III i ii; III III 

275 280 ^oD 

III III III III III III III m III - i - - - 

295 300 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



290 



?J III 111 I- III III III III III i III - - III i 

S III Z; III III S III 'II |e til til III Ill 

325 330 

?s 111 III Ill Ill til fi Ill III III i - III 

?S til l| S III III III i III - °- - ii - 
if„ ti ri III t7s III III III III III III i III III III 

370 375 



960 



1008 



1056 



1104 



1152 



eg c=t gag tac aag ctg cag gca ==, =g= ate cac =g= tg, a.c ate 

Leu Pro Glu Tyr Lys Leu Gin Ala Pro Arg iie n y t- 

385 390 395 

ctg cat tac age ccc ttc aag gcc gtg tgg gac tgg etc ate ctg ctg 

Leu His Tyr Ser Pro Phe Lys Ala Val Trp Asp irp 
405 

- ^ III ?S tl III i sit III K III Hi 

420 425 

III -I III ?s ir„ 1" ^r, s'. - iii ^i i% 

4 35 

Sa III HI III Ill - f.a ?a? |p IH til HI ^ 

450 

gtg gac ate etc ate aae ttc cge aec aee tae gtc .at gee aae gag 

Val Asp He Leu He Asn Phe Arg Thr inr lyi 
465 470 475 

aag gtg gtc age cac eee gge cge ate gee gtc eae tac ttc aag gge 
6lu val Val ser His Pro Gly Arg He Ala Val ly 
485 490 

Ill III III ilt V. Sa |a III HI HI HI HI IH 

500 

III If, HI IT. HI III III HI HH III HI HI Ig TH III '^l 

515 ^20 

HI HI HI tl 1% HI III IT. 51 HI % Sg I- IT. HI 

530 535 

I- IT. m IH HI HI HI HI HI HI § HI HI III HI IH 

545 

4- 4-^^ i-ar~ nrr atc qqc aae atg gag cag 
geg cac tgg eta gee tgc ate tgg tac gcc atc gg 
Ala His Trp Leu Ala Cys He Trp Tyr Ala ^^y 
565 

cca cac atg gae tea ege atc gge tgg etg ea etg gge gac cag 

Pro His Met Asp Ser Arg He Gly Trp Leu h 
580 

.ta gge aaa ccc tac aac age age gge ctg gge gge eee tee ate aag 
He Gly Lys Pro Tyr Asn Ser Ser Gly Leu Gly y 
595 

4-,^ ^cc ttc age age etc aee agt 

gac aag tat gtg acg geg etc tac ttc aee tt^ ^g^ 
Asp Lys Tyr Val Thr Ala ^eu ly 



1392 
1440 



cag 177 6 



1824 



1872 



610 




1920 



V. 1% I'.l If. III I- ?S ;| se? 1?^ "I '.Se 

625 630 635 

I- IT. tl «e? f.e IS 'sl^ S? i 

645 

III fJ se? £^ ffe III ^e^. IT, ?S if ill 

660 665 

tac cac aca cag atg ctg egg gtg egg gag ttc ate ege tte cac eag 2064 
Tyr His Thr Gin Met Leu Arg Val Arg Glu Phe He Arg Phe His 
675 . 680 

ate cee aat cec etg ege eag ege ete gag gag tae tte eag eae gee 2112 
?ie Pro Asn Pro Leu Arg Gin Arg Leu Glu Glu Tyr Phe Gin His Ala 
- 690 695 700 



^ I- IT - 1% III Kp fa? Ill IT i 



2160 

Val Leu Lys Gly Phe 
,05 

m '^l Zi if 'It IT feS Zl ^ III 

725 '30 



r, i-^r^ roc ttc cqa ggg gee ace aag gge tgc ctt egg 

III IT c?3 IT Tl P?. 1 ? Sla Thr Lys Gly Cys L.» Arg 
740 

IT III IT fT Tyl TT IT ^ Tl IT Tl Tl IT IT TT 



2256 



2304 



755 

Tl Tl Tl IT Sp Tl III TT Tl Tl TT.^ Tl IT Tl 

770 '^'^^ 

m IT Tl IT IT Tl IT IT Tl Tl Tl fT TT IT Tl |? 

785 '^90 

IT Tl T; TT it it Sf. tT IT TT Tl IT Tl Tl g Sfy 

805 



Tl IT Tl m Tl Tl IT Tl Tl TT IT Tl IT Tl IT 

820 . 

3t= cat gac gac =t, ctg ,a, gtg ctg gac atg tac cct ga9 ttc 254. 

He His Arg Asp Asp Leu Leu Glu Val Leu Asp Met ly 

835 B 4 0 

^ser T; it Tl IT set Sr Tl IT Tl Tl Se Tl Tl TT Tl - 

850 

aee aae atg ate eeg gge tec cee gge agt aeg gag tta ,ag ggt ggc 264, 
Thr Asn Met He Pro Gly Ser Pro Gly Ser Thr Glu i.e 



865 S'^O 



ttc agt egg caa cgc aag cgc aag ttg tec ttc cgc agg cgc acg gac 2688 
Phe ler Arg Gin Arg Lys Arg Lys Leu Ser Phe Arg Arg Arg Thr Asp 

890 395 



885 



aag gac acg gag cag cca ggg gag gtg teg gee ttg ggg ccg ggc egg 2736 
Lys Asp Thr Glu Gin Pro Gly Glu Val Ser Ala Leu Gly Pro Gly Arg 
^ 900 905 910 

gcg ggg gea ggg ccg agt age egg ggc egg ccg ggg ggg ccg tgg ggg 27 84 
All Gly Ila Gly Pro Ser Ser Arg Gly Arg Pro Gly Gly Pro Trp Gly 
915 920 925 

gag age ccg tec agt ggc ccc tee age cct gag age agt gag gat gag 2832 
Glu Ser Pro Ser Ser Gly Pro Ser Ser Pro Glu Ser Ser Glu Asp Glu 
930 935 940 

ggc cca ggc cgc age tec age ccc etc cgc etg gtg ccc ttc tec age 2880 
Gly Pro Gly Arg Ser Ser Ser Pro Leu Arg Leu Val Pro Phe Ser Ser 
945 950 955 

ccc agg cec ccc gga gag ceg ccg ggt ggg gag ccc ctg atg gag gac 2928 
Pro A^g Prd Pro Gly Glu Pro Pro Gly Gly Glu Pro Leu Met Glu Asp 
965 970 975 

tgc gag aag age age gac act tgc aac cec ctg tea ggc gee ttc tea 2976 
Cys Glu Lys Ser Ser Asp Thr Cys Asn Pro Leu Ser Gly Ala Phe Ser 
980 985 990 

gga gtg tee aac att ttc age ttc tgg ggg gae agt egg ggc cgc cag 3024 
aiy Val Ser Asn He Phe Ser Phe Trp Gly Asp Ser Arg Gly Arg Gin 
995 1000 1005 

tac cag gag etc ect cga tgc ccc gcc ccc acc ccc age etc etc aac 3072 
Tyr Gin Glu Leu Pro Arg Cys Pro Ala Pro Thr Pro Ser Leu Leu Asn 
1010 1015 1020 

ate ccc etc tec age ceg ggt egg egg ccc egg ggc gac gtg gag age 3120 
He Pro Leu Ser Ser Pro Gly Arg Arg Pro Arg Gly Asp Val Glu Ser 
1025 1030 1035 1U4U 

aqq ctg gat gee etc cag cgc cag etc aac agg ctg gag acc egg ctg 3168 
Sg Leu Isp lla Leu Gin A?g Gin Leu Asn Arg Leu Glu Thr Arg Leu 
1045 1050 1055 

agt gea gac atg gee act gtc ctg cag ctg eta cag agg cag atg acg 3216 
ser Ala Asp Met Ala Thr Val Leu Gin Leu Leu Gin Arg Gin Met Thr 
1060 1065 10^0 

ctg gtc ceg ccc gee tac agt get gtg ace acc ccg ggg cct ggc ccc 3264 
Leu ?al Pro Pro Ala Tyr Ser Ala Val Thr Thr Pro Gly Pro Gly Pro 
1075 1080 1085 

act tec aca tec ccg ctg ttg cec gtc age ccc etc cec ace etc acc 3312 
Thr Ser Thr Ser Pro Leu Leu Pro Val Ser Pro Leu Pro Thr Leu Thr 
1090 1095 1100 

tta aac tea ctt tct cag gtt tec cag ttc atg gcg tgt gag gag ctg 3360 
Leu Sp Se? Leu Ser Gin ?al Ser Gin Phe Met Ala Cys Glu Glu Leu 
1105 1110 1115 ^^^^ 



;s s s !s s s s: s: s s ffi ;s ;:: s '"• 

1125 1130 



ii: til 1% III III m - iir III pS;.| 

1140 1145 ^-L^^ 

cac ggc teg gac ccg ggc agt tag 
His Gly Ser Asp Pro Gly Ser 
1155 



<210> 2 
<211> 1159 
<212> PRT 

<213> Homo sapiens 

Met°Pro Val Arg Arg Gly His Val Ala Pro Gin Asn Thr Phe Leu Asp 
]_ 5 

Thr lie lie Arg Lys Phe Glu Gly Gin Ser Arg Lys Phe lie He Ala 
20 25 



3456 



3480 



Asn Ala Arg Val Glu Asn Cys Ala Val lie Tyr Cys Asn Asp Gly Phe 

35 40 
cys Glu Leu Cys Gly Tyr Ser Arg Ala Glu Val Met Gin Arg Pro Cys 



Thr cys Asp Phe Leu His Gly Pro Arg Thr Gin Arg Arg Ala Ala Ala 

65 ''O 
Gin lie Ala Gin Ala Leu Leu Gly Ala Glu Glu Arg Lys Val Glu He 

I 8 5 

■ Ala Phe Tyr Arg Lys Asp Gly Ser Cys Phe Leu Cys Leu Val Asp Val 
100 

val Pro val Lys Asn Glu Asp Gly Ala Val He Met Phe He Leu Asn 



115 



Phe Glu val val Met Glu Lys Asp Met Val Gly Ser Pro Ala His Asp 



130 



135 



Thr Asn His Arg Gly Pro Pro Thr Ser Trp Leu Ala Pro Gly Arg Ala 



145 



150 



Lys Thr Phe Arg Leu Lys Leu Pro Ala Leu Leu Ala Leu Thr Ala Arg 

165 1'° 
Glu ser Ser Val Arg Ser Gly Gly Ala Gly Gly Ala Gly Ala Pro Gly 

- ' 1 O -D 



180 



Ma val val Val Asp Val Asp Leu Thr Pro Ala Ala Pro Ser Ser Glu 

195 200 
ser Leu Ala Leu Asp Glu Val Thr Ala Met Asp Asn His Val Ala Gly 



210 



Leu Gly Pro Ala Glu Glu Arg Arg Ala Leu Val Gly Pro Gly Ser Pro 
225 230 




P.o Arg Ser Ala Pro Gly Gin Leu Pro Ser Pro Arg Ala His Ser Leu 

245 2b0 

Asn Pro Asp Ala Ser Gly Ser Ser Cys Ser Leu Ala Arg Thr Arg Ser 
260 

Arg Glu Ser Cys Ala Ser Val Arg Arg Ala Ser Ser Ala Asp Asp He 

275 280 

Ala Met Arg Ala Gly Val Leu Pro Pro Pro Pro Arg His Ala Ser 



Glu 



290 



295 



Thr Gly Ala Met His Pro Leu Arg Ser Gly Leu Leu Asn Ser Thr Ser 
305 310 315 

ASP ser Asp Leu Val Arg Tyr Arg Thr lie Ser Lys He Pro Gin He 



325 



Thr Leu Asn Phe Val Asp Leu Lys Gly Asp Pro Phe Leu Ala Ser Pro 
340 345 

H Th. ser ASP Arg Glu He He Ala Pro Lys He Lys Glu Arg Thr His 
W 355 • 350 

Ii3 Asn val Thr Glu Lys Val Thr Gin Val Leu Ser Leu Gly Ala Asp Val 

370 . 3'7 5 

Ji Leu Pro Glu Tyr Lys Leu Gin Ala Pro Arg He His Arg Trp Thr He 
385 390 395 



Leu His Tyr Ser Pro Phe Lys Ala Val Trp Asp Trp Leu He Leu Leu 
405 



i Leu val He Tyr Thr Ala Val Phe Thr Pro Tyr Ser Ala Ala Phe Leu 
i3 420 "525 

^ Leu Lys Glu Thr Glu Glu Gly Pro Pro Ala Thr Glu Cys Gly Tyr Ala 



435 ^40 



cys Gin Pro Leu Ala Val Val Asp Leu He Val Asp He Met Phe He 
450 '^55 

Qv,^ n-ro Thr Thr Tvr Val Asn Ala Asn Glu 
Val Asp He Leu He Asn Phe Arg Thr Thr lyr 

465 ^'^0 

Glu val val Ser His Pro Gly Arg He Ala Val His Tyr Phe Lys Gly 



485 

Trp Phe Leu He Asp Met Val Ala Ala He Pro Phe Asp Leu Leu He 
500 

Phe Gly S« Gly Ser Glu Glu Leu He Gly Leu Leu Ly, Th. Ma 



515 



Leu Leu Arg Leu Val Arg Val Ala Arg Lys Leu Asp Arg Tyr Ser Glu 

530 ^35 
Tyr Gly Ala Ala Val Leu Phe Leu Leu Met Cys Thr Phe Ala Leu lie 
545 

Ala His Trp Leu Ala Cys He Trp Tyr Ala He Gly Asn Met Glu Gin 
565 570 




pro His Met Asp Ser Arg He Gly Trp Leu His Asn Leu Gly Asp Gin 
580 

lie Gly Lys Pro Tyr Asn Ser Ser Gly L.u Gly Gly Pro ser Ila Lys 

595 

ASP Lys Tyr Val Thr Ala Leu Tyr Phe Thr Phe Ser Ser Leu Thr Ser 
610 

val Gly Phe Gly Asn Val Ser Pro Asn Thr Asn Ser Glu Lys He Phe 
625 ^30 

Ti« qf=T- Teu Met Tvr Ala Ser He Phe 

Ser He Cys Val Met Leu He Gly Ser Leu Mer ly 

645 

Gly Asn val Ser Ala He He Gin Ar, Leu Tyr Ser Gly Thr Ala Arg 

660 

Tyr His Thr Gin Met Leu Arg Val Arg Glu Phe He Arg Phe His Gin 
675 

lie Pro Asn Pro Leu Arg Gin Arg Leu Glu Glu Tyr Phe Gin His Ala 
690 

Trp ser Tyr Thr Asn Gly He Asp Met Asn Ala Val Leu Lys Gly Phe 
705 "^1° 

rir, Di^ AsD He Cvs Leu His Leu Asn Arg Ser Leu 
Pro Glu Cys Leu Gin Ala Asp xxe ^y^ ^^5 
725 '30 

L.U Gin His cys Lys Pro Phe Arg Gly Ala Thr Lys Gly Gys Leu Arg 

740 '^^ 
Ala Leu Ala Met Lys Phe Lys Thr Thr His Ala Pro Pro Gly Asp Thr 

755 

.eu val His Ala Gly Asp Leu Leu Thr Ala Leu Tyr Phe He Ser Arg 

770 ''^ 
Gly ser He Glu He Leu Arg Gly Asp Val Val Val Ala He Leu Gly 
7 85 7 90 

Lys AS„ ASP lie Phe Gly Glu Pro Leu Asn Leu Tyr Ala Arg Pro Gly 

805 

Lys ser Asn Gly Asp Val Arg Ala Leu Thr Tyr Cys Asp Leu His Lys 
820 

lie His Ar, Asp Asp Leu Leu Glu Val Leu Asp Met Tyr Pro Glu Phe 

8 35 onyJ 
ser ASP His Phe Trp Ser Ser Leu Glu He Thr Phe Asn Leu Arg Asp 

850 

Thr Asn Met He Pro Gly Ser Pro Gly Ser Thr Glu Leu Glu Gly Gly 
865 

Phe ser Arg Gin Arg Lys Arg Lys Leu Ser Phe Arg Arg Arg Thr Asp 

8 8 5 



lys ASP Thr Glu Gin Pro Gly Glu Val Ser Ala Leu Gly Pro Gly Arg 

900 





Ala Gly Ala Gly Pro S« Ser Ar, Gly Ar, Pro Gly Gly Pro Trp Gly 

915 3-^" 

G^r- nv Pro Ser Ser Pro Glu Ser Ser Glu Asp Glu 
Glu Ser Pro Ser Ser Gly Pro ber sex rx^^ 



915 920 

Ser Ser Gly 
930 . 935 

Gly pro Gly Arg Ser Ser Ser Pro Leu Arg Leu Val Pro Phe Ser Ser 
945 950 

TV u-Kr^ Glv Glu Pro Pro Gly 

965 970 



Pro Arg Pro Pro Gly Glu Pro Pro Gly Gly Glu Pro Leu Met Glu Asp 
965 

Cys Glu Lys Ser Ser Asp Thr Cys Asn Pro Leu Ser Gly Ala Phe Ser 
980 

Gly val ser Asn He Phe Ser Phe Trp Gly Asp Ser Arg Gly Arg Gin 
995 1000 

. Tyr Gin Glu Leu Pro Arg Cys Pro Ala Pro Thr Pro Ser Leu Leu Asn 
~ 1010 101^ 

4 lie Pro Leu Ser Ser Pro Gly Arg Arg Pro Arg Gly Asp Val Glu^Ser 
-j 1025 1030 J-°35 

] Arg'l-ou Asp Ala Leu Gin Arg Gin Leu Asn Ar, Leu Glu Thr Arg Leu 

;J 1045 10='" 

i ser Ala Asp Met Ala Thr Val Leu Gin Leu Leu Gin Arg Gin Met Thr 

1060 10'^^ 
; Leu val Pro Pro Ala Tyr Ser Ala Val Thr Thr Pro Gly Pro Gly Pro 

.ji, 1075 10^0 

i Thr ser Thr Ser Pro Leu Leu Pro Val Ser Pro Leu Pro Thr Leu Thr 
P 1090 1095 llOU 

Leu ASP ser Leu Ser Gin Val Ser Gin Phe Met Ala Cys Glu Glu^Leu 

1105 1110 

Pro pro Gly Ala Pro Glu Leu Pro Gin Glu Gly Pro Thr Arg «g Leu 

1125 11^" 
ser Leu Pro Gly Gin Leu Gly Ala Leu Thr Ser Gl„ Pro Leu Kis Arg 

1140 11^^ 

His Gly Ser Asp Pro Gly Ser 
1155 

<210> 3 

<211> 3950 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (67) . . (3543) 

tgggccgggc cgggccgggg tgggtggggg ==cgo=og,o cgccoatggg 60 




10 



til %%i ^ ir. sts fa! ffo or„ ir„ ?s 

IS ?S f.^ SI - C| 111 "1 ^.^e f.e 

15 2° 
ate gcc aac get egg gtg gag aac tgc gcc gtc ate tae tge aae gae 
He Ala Asn Ala Arg Val Glu Asn uys /^x 
35 

ggc tte tge gag etg tge gge tae teg egg gee gag gtg at^ -g ega 
Gly Phe Cys Glu Leu Cys Gly Tyr Ser Arg Aia 
50 

ecc tgc a== t,c „c ttc 0,c gg, =c, =g= ac, =a, cg= =9= J=t 

Pro Cys Thr Cys Asp Phe Leu His Gly Pro Arg 

65 

Ta S cf. IS 3S Sa S2 1?? ^ - - fa? 

i III III IT. I sfr i '.^e g's S ?aj 

95 

IS fa! fa? So fa? Tyl Tsn Sp fy S'a fa? ?Ie f.a 

ifn III r„ f ? fa? Ill i £p Me? fa? til fer pS Ta 

130 ^-^^ 

s; Sr aS si s^g i?y i m ^^j Sa s i?? 

Sg Ka 51 Sr r.e ^fg SJ IS til Iro El S SI S S? 
Sa S 111 se? S? fa? ^ 'sS l?y 1?5 fa - i 

S III III f ? f ? f ? Tsp fa? a ?S So E' i 
S? IS K? fel Sa III til III fa? - III nil 1 - f ? 

Ill f.l III i?? So i?l 1?1 i feS fa? 115 So 1?; 

225 "^-^^ 
tet eeg eee ege age geg eee ggc eag ete eea teg ecc egg gcg cac 
Ser Pro Pro Arg Ser Ala Fro ^50 



156 



204 



252 



300 



348 



396 



444 



540 



588 



636 



684 



732 



780 



828 



240 245 




11 

etc aa= c=c ,cc tc, gc tec a,c ..c ct, ,=c ac, 876 

Ser Leu Asn Pro Asp Ala Ser Giy ber ser ^y^ ^70 
255 ^^'^ 

J- r« 1" ir. ifa III III II s lit s is 

275 280 

gac ate .ag gcc atg cgc .cc ggg gtg ctg ccc ccg 0- cog cgc cac 

Asp He Glu Ala Met Arg Ala Gly Val Leu Pro fro 

290 29b 

m If. ^ m III 111 til IT. ^ 1:^ s« 

305 310 
acc teg gae tec gae etc gtg cge tac cgc aee att age aag att eee 
Thr Ser Asp Ser Asp Leu Val Arg Tyr Arg mr 
320 

caa ate ace etc aae ttt gtg gae etc aag gge gae eee ttc ttg get 
G^n He Thr Leu Asn Phe Val Asp Leu Lys Gly Asp Pro 
335 340 

.eg eee aee agt gae egt gag ate ata gea cct aag ata aag gag cga 
ser Pro Thr Ser Asp Arg Glu He He Aia i^ro y 

355 -^^^ 
aee eae aat gte act gag aag gtc aee cag gte etg tec ctg gge gee 
Thr His Asn Val Thr Glu Lys Val Thr Gin vax ub 
370 ^'^ 

tl fa! Ill til III T.I III III - i - - 

385 390 

?S III III Hfs til I" Ml -I f ! i 1% feS Se 

400 

etg etg etg gte ate tae aeg get gte tte aea eee tac teg get gee 
Leu Leu Leu Val He Tyr Thr Ala Val Phe Ihr fr y 
415 420 

tl III -I III S ^ III yl '^l III - III fa III 

435 

- Sa '^l S Ifa fa? fa? fe= f.S fa! f.e 

450 

tte att gtg gae ate etc ate aae tte cge aee ace tac gte aat gee 
Phe He val Asp He Leu He Asn Phe Arg 
465 

J- 1!2 IS fa! fa! til 5S f/o III S f ! S!^ ^'.! HI 



972 



1020 



164 



1212 



1 



1452 



1500 



1548 



480 485 



12 



1596 



aa, t„ t.= etc ate ,.0 at, ,tg ,=o ,c= ate c== t- ,ac =t^ 

Lys GLy Trp Phe Leu lie Asp Mar 5IO 

Z ate tto tet ,,e tet |a, et, ate et, eta aa, aet xe» 

Leu He Phe Gly Ser Gly Ser i.xu 525 

IS If, S Itl III f IS SI TeS 

530 

l=: m ^ m IS S ?a! i S2 «S i S SI 

545 

e„ ate ,e, eae t„ eta ,ee t,e ate t,, tae ,ce ate jae at, l-S 

Leu He Ala His Trp Leu Ala Cys He P 

560 ^''^ ^g3g 

12 - rs ^^t lip s r.^ 1 - - - i 

%-i 575 580 

in "-r Sv "s So I- iit sS SI 115 i ^it 

ASD Gin He Gly Lys fro ly foUS 
"595 

''''' 1- ftc acc ttc age age etc 1932 

? ?S SI SI - SI |u PH. .Ht P.e set Set 

rrrn tet ccc aac aee aae tea gag aag 1980 

?S IS fal - -5 S ™' 

f.I lit :!I cII fe? fel xfe If, St |I £1 ift Ifa HI '''' 

640 ^ , ome 

eta tae teg ggc aca ^iu/o 
ate tte ,,e aae gt, t=, ,== at| ate =a, eg, ^^^^ 

He Phe Gly Asn Val Ser Axa b/u 
655 

S If, -t HI -t r.I "el fel III fa! If, SI 'p^I ^I i ^^^^ 

^■75 2172 

s= r.i f.1 III SI III SI III i IS SI SI i pS is 
SI HI SI i r/t ?ii III III ni SI s iii si si 

705 

' h eta eae etg aae cge 
ggc tte eet gag tge ctg eag get gae ate g^ ^. ^ 

l!y Phe Pro Glu Cys Leu Gin Ala Asp 

720 ^ 

- IS IS cji SI III III ir, IfSI ?!! SI 115 

Ser Leu Leu Gin His ^y^ y 



i'SS 



2220 
2268 



735 




13 



ctt egg gcc ctg gcc atg aag ttc aag acc aca cat gca ccg cca ggg 
Leu Arg Ala Leu Ala Met Lys Phe Lys Thr Thr His Ala Pro Pro Gly 
755 760 765 



2364 



gac aca ctg gtg cat get ggg gac ctg etc acc gcc ctg tac ttc ate 2412 
Asp Thr Leu Val His Ala Gly Asp Leu Leu Thr Ala Leu Tyr Phe lie 
770 775 780 



tec egg ggc tec ate gag ate ctg egg gge gac gtc gtc gtg gee ate 
Ser Arg Gly Ser He Glu He Leu Arg Gly Asp Val Val Val Ala He 
785 790 795 

ctg ggg aag aat gac ate ttt ggg gag cct ctg aac ctg tat gca agg 
Leu Gly Lys Asn Asp He Phe Gly Glu Pro Leu Asn Leu Tyr Ala Arg 
800 805 810 

cct ggc aag teg aac ggg gat gtg egg gcc etc acc tac tgt gac eta 
Pro Gly Lys Ser Asn Gly Asp Val Arg Ala Leu Thr Tyr Cys Asp Leu 
815 820 825 830 

cac aag ate cat egg gac gac etg ctg gag gtg ctg gac acg tac cct 
His Lys He His Arg Asp Asp Leu Leu Glu Val Leu Asp Met Tyr Pro 
835 ! 840 845 

gag ttc tec gac cac ttc tgg tec age ctg gag ate acc ttc aac etg 
Glu Phe Ser Asp His Phe Trp Ser Ser Leu Glu He Thr Phe Asn Leu 
850 855 860 

cga gat acc aac atg ate ceg gge tec ccc ggc agt acg gag tta gag 
Arg Asp Thr Asn Met He Pro Gly Ser Pro Gly Ser Thr Glu Leu Glu 
865 870 875 

ggt ggc ttc agt egg caa egc aag cgc aag ttg tec ttc cgc agg cgc 
Glv Gly Phe Ser Arg Gin Arg Lys Arg Lys Leu Ser Phe Arg Arg Arg 
880 885 B90 

acg gac aag gac acg gag eag cca ggg gag gtg teg gcc ttg ggg ccg 
Thr Asp Lys Asp Thr Glu Gin Pro Gly Glu Val Ser Ala Leu Gly Pro 
895 900 905 910 

qgc egg gcg ggg gca ggg ccg agt age egg ggc egg ccg ggg ggg ccg 
Gly Arg Ala Gly Ala Gly Pro Ser Ser Arg Gly Arg Pro Gly Gly Pro 
915 920 925 

tgg ggg gag age ccg tec agt ggc cec tee age cct gag age agt gag 
Trp Gly Glu Ser Pro Ser Ser Gly Pro Ser Ser Pro Glu Ser Ser Glu 
^ 930 935 940 

gat gag ggc cca gge egc age tee age ccc etc cgc ctg gtg ccc ttc 
Asp Glu Gly Pro Gly Arg Ser Ser Ser Pro Leu Arg Leu Val Pro Phe 
945 950 955 

tec age ece agg ccc ccc gga gag ceg ccg ggt ggg gag ccc ctg atg 
Ser Ser Pro Arg Pro Pro Gly Glu Pro Pro Gly Gly Glu Pro Leu Met 
960 965 970 

gag gac tgc gag aag age age gac act tgc aac ccc ctg tea ggc gcc 
Glu Asp Cys Glu Lys Ser Ser Asp Thr Cys Asn Pro Leu Ser Gly Ala 
975 980 985 



2460 



2508 



2556 



2604 



2652 



2700 



2748 



2796 



2844 



2892 



2940 



2988 



3036 




14 



3084 



ttc tea gga gtg tec aac att ttc age ttc tgg ggg gac agt egg ggc 
Phe Ser Glv Val Ser Asn He Phe Ser Phe Trp Gly Asp Ser Arg Gly 
995 1000 1005 

cgc cag tac eag gag ete ect cga tgc ccc gee eec ace cce age etc 
Ara Gin Tyr Gin Glu Leu Pro Arg Cys Pro Ala Pro Thr Pro Ser Leu 
1010 1015 1020 

etc aac ate eec etc tec age ceg ggt egg egg ccc egg ggc gac gtg 
Leu Asn He Pro Leu Ser Ser Pro Gly Arg Arg Pro Arg Gly Asp Val 
1025 1030 1035 

gag age agg ctg gat gee etc eag cge cag etc aac agg etg gag acc 
Glu Ser Arg Leu Asp Ala Leu Gin Arg Gin Leu Asn Arg Leu Glu Thr 
1040 1045 1050 

egg ctg agt gea gac atg gee act gtc ctg cag ctg eta cag agg cag 
Arg Leu Ser Ala Asp Met Ala Thr Val Leu Gin Leu Leu Gin Arg Gin 
1055 1060 1065 1070 

atg acg ctg gtc ceg ccc gee tac agt get gtg acc ace ecg ggg ect 
Me? Thr Leu ?al Pro Pro Ala Tyr Ser Ala Val Thr Thr Pro Gly Pro 
1075 1080 1085 

ggc eec act tee aca tee ceg ctg ttg ece gtc age eec etc ccc acc 
Glv Pro Thr Ser Thr Ser Pro Leu Leu Pro Val Ser Pro Leu Pro Thr 
1090 1095 1100 

ete ace ttg gac teg ett tct cag gtt tec cag ttc atg gcg tgt gag 
Leu Thr Leu Asp Ser Leu Ser Gin Val Ser Gin Phe Met Ala Cys Glu 
1105. 1110 

aaa eta ccc ecg gqg gee eca gag ett ccc caa gaa ggc cce aca cga 
Til lei Pro Pro Ely Ala Pro GlS Leu Pro Gin Glu Gly Pro Thr Arg 
1120 1125 1130 

cgc etc tec eta ecg ggc cag ctg ggg gee etc acc tec cag ccc ctg 
A?g Leu Ser Leu Pro Gly Gin Leu Gly Ala Leu Thr Ser Gin Pro Leu 
1135 1140 1145 1150 

cac aga cac ggc teg gac ecg' ggc agt tagtggggct gcccagtgtg 
His Arg His Gly Ser Asp Pro Gly Ser 
1155 

gaeaegtgge tcaeceaggg ateaaggege tgctgggceg etceeettgg aggecetget 3623 
caggaggcee tgaecgtgga aggggagagg aactcgaaag cacagctcct eeeeeagccc 3683 
ttgggaeeat cttctcetge agtcecetgg gccccagtga gaggggcagg ggeagggceg 3743 
gcagtaggtg gggectgtgg tcececeact gcectgaggg eattagctgg tetaaetgee 3803 
cggaggcaec cggecetggg ecttaggeac cteaaggact tttctgctat ttactgctet 3863 
tattgttaag gataataatt aaggatcata tgaataatta atgaagatgc tgatgaetat 3923 

3950 

gaataataaa taattatcct gaggaga 



3132 



3180 



3228 



3276 



3324 



3372 



3420 



3468 



3516 



3563 




15 



i f! 



■kid 



<210> 4 
<211> 1159 
<212> PRT 

<213> Homo sapiens 

va. ... «| -V His v.. «a P.o 01„ A.n ... .he ... .ap 

20 

w=,i Tie Tvr Cys Asn Asp Gly Pt^e 
;.s„ Ala Arg val Glu Asn Cys Ala V.l Ha Ty 

cys .1. Z cys Cly .y. Sa. A., Ala CI. Val He. Cl„ A.. P.o Cys 
... c'y! AS. ..e ... HIS =ly A„ T.. '^ll 

\ 1 ne Ala Cl„ Ala .e. .e. Cly Ala CI. CI. A. .ys Val =1. Ue 
.la .y. A., .ys ASP Cly Sa. cys P.e ... Cys ... val Asp Val 

.al val Ty! As„ CI. Asp Cly Ala val H. - - 

115 

,r 1 riw qer Pro Ala His Asp 
PH. Clu val val Met CI. .y| Asp Met Val Cly S.r 

. . pro fro ser Trp ... Ala pro Cly Ar, Ala 

Thr Asn Bis Arg cly Pro tro 

Z ..r P.. Arg ... .VS ... Pro Ala ... ... - - "I ^ 

31. ser S.r Val ^g S.r Cly Cly Ala Cly Cly Ala Cly Ala Pro Cly 
..a val val Z Asp Val Asp ... ..r Pro Ala Ala Pro s.r s.r CI. 

... Ala ... ASP CI. val ..r Ala He. Asp As. Val Ala Cly 

... pro a. Cl. C. ... - - - pro Cly ser Pro 

n c;.r Pro Arg Ala His Ser Leu 
in^ Pro Gly Gin Leu Pro Ser Pro Arg ^55 
Pro Arg Ser Ala Pro ^xy 250 
24b 

. Ma s.r Cly S.r Ser Cys S.r ... Ala Arg Thr Arg Ser 

Asn Pro Asp Ala Ser ^J-y 

„g Cl. S.r Ts Ala Ser Val Arg Arg Ala Ser S.r Ala Asp Asp U. 
.la Arg Ala Cly Val ... Pro Pro Pro Pro Arg His Ala Ser 

290 



16 



Thr Gly Ala Met His Pro Leu Arg Ser Gly Leu Leu Asn Ser Thr Ser 
305 310 315 320 

Asp Ser Asp Leu Val Arg Tyr Arg Thr lie Ser Lys He Pro Gin He 
325 330 335 

Thr Leu Asn Phe Val Asp Leu Lys Gly Asp Pro Phe Leu Ala Ser Pro 
340 345 350 

Thr Ser Asp Arg Glu He He Ala Pro Lys He Lys Glu Arg Thr His 
355 360 365 

Asn Val Thr Glu Lys Val Thr Gin Val Leu Ser Leu Gly Ala Asp Val 
370 375 380 

Leu Pro Glu Tyr Lys Leu Gin Ala Pro Arg He His Arg Trp Thr He 
385 390 395 400 

Leu His Tyr Ser Pro Phe Lys Ala Val Trp Asp Trp Leu He Leu Leu 
405 410 415 

Leu Val He Tyr Thr Ala Val Phe Thr Pro Tyr Ser Ala Ala Phe Leu 
J . 420 425 430 

1 Leu Lys Glu Thr Glu Glu Gly Pro Pro Ala Thr Glu Cys Gly Tyr Ala 
3 435 440 445 

i Cys Gin Pro Leu Ala Val Val Asp Leu He Val Asp He Met Phe He 
3 450 455 460 

Val Asp He Leu He Asn Phe Arg Thr Thr Tyr Val Asn Ala Asn Glu 
y 465 470 475 • 480 

t Glu Val Val Ser His Pro Gly Arg He Ala Val His Tyr Phe Lys Gly 
P 485 490 495 

:5 Trp Phe Leu He Asp Met Val Ala Ala He Pro Phe Asp Leu Leu He 
500 505 510 

Phe Gly Ser Gly Ser Glu Glu Leu He Gly Leu Leu Lys Thr Ala Arg 
515 520 525 

Leu Leu Arg Leu Val Arg Val Ala Arg Lys Leu Asp Arg Tyr Ser Glu 
530 535 540 

Tyr Gly Ala Ala Val Leu Phe Leu Leu Met Cys Thr Phe Ala Leu He 
545 550 555 56U 

Ala His Trp Leu Ala Cys He Trp Tyr Ala He Gly Asn Met Glu Gin 
565 570 575 

Pro His Met Asp Ser Arg He Gly Trp Leu His Asn Leu Gly Asp Gin 
580 585 590 

He Gly Lys Pro Tyr Asn Ser Ser Gly Leu Gly Gly Pro Ser He Lys 
595 600 605 

Asp Lys Tyr Val Thr Ala Leu Tyr Phe Thr Phe Ser Ser Leu Thr Ser 
610 615 620 

Val Gly Phe Gly Asn Val Ser Pro Asn Thr Asn Ser Glu Lys He Phe 
625 630 635 




• 



17 

Ser lie Cys Val Met Leu He Gly Ser Leu Met Tyr Ala Ser lie Phe 
645 

Gly Asn Val Ser Ala He He Gin Arg Leu Tyr Ser Gly Thr Ala Arg 
660 

Tyr His Thr Gin Met Leu Arg Val Arg Glu Phe He Arg Phe His Gin 
675 

Pro Leu Arg 
690 €95 

■ Tyr Thr Asn 
705 710 



lie pro Asn Pro Leu Arg Gin Arg Leu Glu Glu Tyr Phe Gin His Ala 
690 

Trp ser Tyr Thr Asn Gly He Asp Met Asn Ala Val Leu Lys Gly Phe 
705 "^10 

Pro Glu cys Leu Gin Ala Asp He Cys Leu His Leu Asn Arg Ser Leu 
725 

Leu Gin His Cys Lys Pro Phe Arg Gly Ala Thr Lys Gly Cys Leu Arg 
740 '^^ 
S Ala Leu Ala Met Lys Phe Lys Thr Thr His Ala Pro Pro Gly Asp Thr . 
H 7 55 "^^0 

!n Leu val H.s Ala Gly Asp Leu Leu Thr Ala Leu Tyr Phe He Ser Arg 
■J^ 770 '^'^^ 

;| Gly ser He Glu He Leu Arg Gly Asp Val Val Val Ala He Leu Gly 
785 "^9° 

Lys Asn Asp He Phe Gly Glu Pro Leu Asn Leu Tyr Ala Arg Pro Gly 

one O iU 



.y. S.r Asn Gly Asp val Ar, Ala Leu Thr Tyr Cys Asp Leo His Lys 



VI 790 

T.^^ Ti<=. Phe Gly Glu Pro Leu 

805 810 

( Val Arg Ala 
820 ^25 

He His Arg Asp Asp Leu Leu Glu Val Leu Asp Met Tyr Pro Glu Phe 

835 840 
ser ASP His Phe Trp Ser Ser Leu Glu He Thr Phe Asn Leu Arg Asp 

850 855 
Thr Asn Met He Pro Gly Ser Pro Gly Ser Thr Glu Leu Glu Gly Gly 
865 870 

Phe ser Arg Gin Arg Lys Arg Lys Leu Ser Phe Arg Arg Arg Thr Asp 
885 

Lys ASP Thr Glu Gin Pro Gly Glu Val Ser Al. Leu Gly Pro Gly Ar, 

900 

Ala Gly Ala Gly Pro Ser Ser Ar, Gly Ar, Pro Gly Gly Pro Trp Gly 

915 

Glu ser Pro Ser Ser Gly Pro Ser Ser Pro Glu Ser Ser Glu Asp Glu 

930 

Gly Pro Gly Arg Ser Ser Ser Pro Leu Arg Leu Val Pro Phe Ser Ser 
945 

pro Arg Pro Pro Gly Glu Pro Pro Gly Gly Glu Pro Lei Met Glu Asp 



965 9'° 



18 

Cys Glu Lys Ser Ser Asp Thr Cys Asn Pro Leu Ser Gly Ala Phe Ser 
980 

Gly Val ser Asn He Phe Ser Phe Trp Gly Asp Ser Arg Gly Arg Gin 

995 1000 
Tyr Gl.n Glu Leu Pro Arg Cys Pro Ala Pro Thr Pro Ser Leu Leu Asn 

1010 1015 
lie pro Leu Ser Ser Pro Gly Arg Arg Pro Arg Gly Asp Val Glu Ser 
025 • 1030 1035 

^.g Leu ASP Ala Leu Gin Arg Gin Leu Asn Arg Leu Glu Thr Arg^Leu 
104 5 10!=" 

ser Ala Asp Met Ala Thr Val Leu Gin Leu Leu Gin Arg Gin Met Thr 

1060 lOo^' 
.eu val Pro Pro Ala Tyr Ser Ala Val Thr Thr Pro Gly Pro Gly Pro 

1075 1080 
Thr' ser Thr Ser Pro Leu Leu Pro Val Ser Pro Leu Pro Thr Leu Thr 

1090 1095 
Leu ASP ser Leu Ser Gin Val Ser Gin Phe Met Ala Cys Glu Glu^Leu 
105 1110 ^^^^ 

pro Pro Gly Ala Pro Glu Leu Pro Gin Glu Gly Pro Thr Arg Arg^Leu 
1125 113" 

ser Leu Pro Gly Gin Leu Gly Ala Leu Thr Ser Gin Pro^Leu His Arg 
1140 11''^ 

His Gly Ser Asp Pro Gly Ser 
1155 



<210> 5 
<211> 63 
<212> DNA 

<213> Artificial Sequence 

<??3> Description of Artificial Sequence : Hypothetical 

sequence ?or the example of calculating homology. 

iccgLgcta cgtacgtata tagaaagggc gcgatcgtcg tcgcgtatga cgacttagca 60 

63 

tgc 

<210> 6 
<211> 130 
<212> DNA 

<213> Artificial Sequence 

<223? Description of Artificial Sequence : Hypothetical 
sequence for example of calculating homology. 

:ccggtagct acgtacgtta tttagaaagg ggtgtgtgtg tgtgtgtaaa ccggggtttt 



60 





19 



cgggatcgtc cgtcgcgtat gacgacttag ccatgcacgg 



tatatcgtat taggactagc 120 



130 



gattgactag 



<210> "7 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 7 20 
gcrgggccgc tccccttgga 



<210> 8 

<211> 20 

<212> DNA 

<213> .Homo sapiens 



'I\ <210> 9 

<211> 20 
I?! <212> DNA 
■% <213> Homo sapiens 

i-J 1 

<4 00> 9 
i"=' gacgtgctgc ctgagtacaa 

<210> 10 
% <211> 22 

<212> DNA 
O <213> Homo sapiens 

<400> 10 

ttcctgctga aggagacgga ag 



<210> 11 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 11 

accacctacg tcaatgccaa c 



.<210> 12 

<211> 21 

<212> DNA 

<213> Homo sapiens 



'.'fs <400> 8 

gcatcttcat taattattca 



20 



U I 



<400> 12 

tgccccatca acggaatgtg 



21 





20 



<210> 13 
<211> 19 
<212> DNA 



<213> Homo sapiens 



<400> 13 



19 



gatcgctact cagagtacg 



<210> 14 
<211> 22 
<212> DNA 

<213> Homo sapiens 

<400> 14 22 
gcctgggcgg cccctccatc aa 



<210> 15 
<211> 21 
<212> DNA 

<213> Homo sapiens 

<400> 15 21 
cacctcctcg ttggcattga c 



<210> 16 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 16 25 
gtcgaagggg atggcggcca ccatg 



<210> n 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 17 

tacaccacct gcctccttgc tga 



<210> 18 

<211> 21 . 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gccgcgccgt actctgagta g 



<210> 19 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 19 

cagccagccg atgcgtgagt 



23 




<210> 20 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 20 

gcccgcccct gggcacactc a 



<210> 21 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 21 

cagcatctgt gtgtggtag 



<210> 22 
■■■■'-i <211> 19 
"% <212> DNA 

<213> Homo sapiens 

'''4 

■■M <4 00> 22 

,fl ggcatttcca grccagtgc 

pi 

<210> 23 

'''^ <211> 20 

<212> DNA 

M= <213> Homo sapiens 

<400> 23 

cctggccatg aagttcaaga 

Q 

□ <210> 24 
<211> 20 
<212> DNA 
<213> Homo sapiens 

<400> 24 

gcactgcaaa cccttccgag 



<210> 25 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gtcggagaac tcagggtaca tg 



<210> 26 

<211> 10 

<212> DNA 

<213> Homo sapiens 




21 



21 



19 



19 



20 



20 



<400> 26 
atgccggtgc 



10 




<210> 27 

<211> 20 

<212> DMA 

<213> Homo sapiens 

<400> 21 

gagggccaga gtgagtgggg 



<210> 28 

<211> 20 

<212> DNA 

<213> Home sapiens 

<400> 28 

gcccccctag gccgtaagtt 



<210> 29 

<211> 20 

<212> DMA 

<213> Homo sapiens 

yj <400> 29 

ipj cggaaagatg gtaggagcgg 



:% <210> 30 

<211> 20 

<212> DNA 
M <213> Homo sapiens 

i'f <4 00> 30 

•'p cactctgcag ggagctgctt 



p <210> 31 
<211> 20 
<212> DNA 
<213> Homo sapiens 

<400> 31 

ctggccccag gtaagtgtac 



<210> 32 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 32 

tctcccgcag gccgcgccaa 



<210> 33 

<211> 20 

<212> DNA 

<213> Homo sapiens 



§ 

22 



20 



20 



20 



20 



20 



<400> 33 

gccagcaccg gtgagggcgc 



20 



<210> 34 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 34 

ctccacctag gggccatgca 



<210> 35 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 35 

ggtcacccag gtaggcgccc 



'4 I 



<210> 36 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 36 

ccgggtgcag gtcctgtccc 



<210> 37 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 37 

ctctgaggag gtggggtcag 



<210> 38 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 38 

tgtcccccag ctgatcgggc 



<210> 39 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 39 

ctcattggct gtgagtgtgc 



<210> 40 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 40 

acgcccccag ccctcatgta 




<210> 41 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 41 

catgaacgcg gtgaggccac 



<210> 42 
<211> 20 
<212> DNA 

<213> Homo sapiens 
<400> 42 

ctgcccccag gtgctgaagg 



<210> 43 

n <211> 20 

In <212> DNA 

I <213> Homo sapiens 

W <4 00> 4 3 

yi gccatcctgg gtatggggtg 



iV=i <210> 44 

<211> 20 

<212> DNA 
M' <213> Homo sapiens 

ru 

<400> 44 
'r' tggcctccag ggaagaatga 



□ <210> 45 
<211> 20 
<212> DNA 
<213> Homo sapiens 

<400> 45 

cctgcgagat gtgagttggc 



<210> 46 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 46 

ttggttccag accaacatga 



<210> 47 

<211> 20 

<212> DNA 

<213> Homo sapiens 



24 



20 



20 



20 



20 



20 



<400> 47 

acggacaagg gtgaggcggg 



20 





25 



<210> 48 
<211> 20 
<212> DNA 



<213> Homo sapiens 



<4Q0> 48 



20 



tttcccacag acacggagca 



<210> 49 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 49 20 
cccctgtcag gtatcccggg 



<210> 50 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 50 20 
ctggctgcag gcgccttctc 



<210> 51 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 51 20 
agctcaacag gtgagggagt 



<210> 52 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 52 20 
cctgccccag gctggagacc 



<210> 53 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 53 20 
gctttctcag gtaagctcca 



<210> 54 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 54 

tgtattgcag gtttcccagt 



20 




<210> 55 

<211> 10 

<212> DNA 

<213> Homo sapiens 

<400> 55 
gggcagttag 

<210> 56 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 56 

gggccacccg aagcctagt 



<210> 57 
'■■q <211> 18 
% <212> DNA 
''■•'i <213> Homo sapiens 

H 

<400> 57 
,n ccgtcccctc gccaaagc 

<210> 58 
<211> 17 
<212> DNA 
<213> Homo sapiens 

i-« <4 00> 58 
P ccgcccatgg gctcagg 



G <210> 59 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 59 

catccacact cggaagagct 



<210> 60 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 60 

ggtcccgtca cgcgcactct 



<210> 61 

<211> 20 

<212> DNA 

<213> Homo sapiens 



26 



10 



19 



18 



17 



20 



<400> 61 

ttgaccccgc ccctggtcgt 



20 





27 



<210> 62 
<211> 20 
<212> DNA 



<213> Homo sapiens 



<400> 62 



20 



gggctatgtc ctcccactct 



<210> 63 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 63 22 
agcctgccct aaagcaagta ca 



<210> 64 
<211> 19 
<212> DNA 

<213> Homo sapiens 

<400> 64 19 
ctccggggct gctcgggat 



<210> 65 
<211> 20 
<212> DNA 

<213> Homo sapiens 

<400> 65 20 
caccagcgca cgccgctcct 



<210> 66 
<211> 21 
<212> DNA 

<213> Homo sapiens 

<400> 66 21 
gccatggaca accacgtggc a 



<210> 67 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 67 20 
cccagaatgc agcaagcctg 



<210> 68 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 68 

ggcctgacca cgctgcctct 



20 




28 



<210> 69 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 69 

ccctctccaa gctcctccaa 



20 



<210> 70 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 70 

cagagatgtc atcgctcctg 



20 



<210> 71 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 71 
caggcgtagc 



;acactcggt ag 



22 



.n 



<210> 72 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 72 

ttcctgctga aggagacgga ag 



22 



<210> 73 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 73 

tacaccacct gcctccttgc tga 



23 



<210> 74 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 74 

tgccccatca acggaatgtg c 



21 



<210> 75 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 75 

gaagtagagc gccgtcacat ac 



22 




<210> 76 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> "76 

gcctgggcgg cccctccatc 



<210> 77 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 77 

agtttcctcc aacttgggtt 



<210> 78 
:"1 <211> 19 
ji <212> DNA 

<213> Homo sapiens 

Mi <400> 78 

yi gcagaggctg acggcccca 

i'S <210> 79 

<211> 21 

<212> DNA 
M= <213> Homo sapiens 

nj 

U <4 00> 7 9 

■..r: acttgtttgc tgtgccaaga g 

Q <210> 80 
<211> 22 
<212> DNA 
<213> Homo sapiens 

<400> 80 

atggtggagt ggagtgtggg < 



<210> 81 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 81 

agaaggctcg cacctcttga g 



<210> 82 
<211> 20 
"<212> DNA 
<213> Homo sapiens 



<400> 82 

gagaggtgcc tgctgcctgg 





30 



<210> 83 
<211> 21 
<212> DNA 



<213> Homo sapiens 



<400> 83 



21 



acagctggaa gcaggaggat g 



<210> 84 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 84 20 
gggccctgat actgattttg 



<210> 85 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 85 21 
gccctgtgaa gtccaaaaag c 



<210> 86 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 86 20 
ccctgatact gattttggtt 



<210> 87 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 87 

caccccgcct tccagctcc 



<210> 88 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 88 

tgaggcccat tctctgtttc c 



<210> 89 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 89 

gtagacgcac caccgctgcc a 



21 




31 

<210> 90 

<211> 21 

<212> DMA 

<213> Homo sapiens 

<400> 90 21 
ctcacccagc tctgctctct g 

<210> 91 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 91 21 
caccaggacc tggaccagac t 

<210> 92 

1^=3 <211> 20 

Ji^i <212> DNA 

^j'", <213> Homo sapiens 

'-4 

W <400> 92 " 20 

In gtggaggctg tcactggtgt 

in <210> 93 

<211> 21 

<212> DNA 
1'=^= <213> Homo sapiens 

■ 'c? 

^ <400> 93 21 
■p. gaggaagcag ggctggagct t 

CI 

i3 <210> 94 
<211> 22 
<212> DNA 
<213> Homo sapiens 

<400> 94 22 
tgcccatgct ctgtgtgtat tg 

<210> 95 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 95 21 
cggcccagca gcgccttgat c 

<210> 96 

<211> 45 

<212> DNA 

<213> Homo sapiens 

tj°«==tca «,acatg,t ,.=c,ccatc cc=tt=,.cc t,cto 



0 
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<210> 97 
<211> 15 
<212> PRT 

<213> Homo sapiens 



<400> 97 ^ ^. T lie Pro Phe Asp Leu Leu 

Trp Phe Leu He Asp Met Val Ala Ala iie 



1 5 



<210> 98 

<211> 54 

<212> DNA 

<213> Homo sapiens 

5"atctaca c,,ct,tctt cacaccctac tc,,ct,cct .==ta«,aa ,aa9 



<210> 99 
<211> 18 
<212> PRT 

<213> Homo sapiens 



<400> 99 , „ T ph^ Thr Pro Tvr Ser Ala Ala Phe Leu Leu 

3 Val He Tyr Thr Ala Val Phe Thr Pro lyr 

-11 5 

1 

' Lys Glu 



A <210> 100 
i=^' <21i> 4 8 
S <212> DNA 

<2i 3> Homo sapiens 

4 8 

lllT.olllc ,,ct,t«tc acccctact c„=t,=ctt ==t,=t.a 



<210> 101 
<211> 15 
<212> PRT 

<213> Homo sapiens 



<400> 101 ^ Pro Thr Arg Leu Pro Ser Cys 

val He Tyr Arg Leu Ser Ser His Pro inr g 
5 



<210> 102 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Leu He Ala His Trp Leu 
1 ^ 
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<210> 103 
<211> 6 
<212> PRT 

<213> Homo sapiens 

<400> 103 . 
Leu lie Val His Trp Leu 

1 ^ 



<210> 104 
<211> 6 
<212> PRT 

<213> Mus musculus 
<400> 104 

Leu Ala Ala His Trp Lys 
1 



<210> 105 
\i <211> 6 
■ 7i <212> PRT 

<213> Rattus rattus 

y3 <400> 105 . 
Leu Ala Ala His Trp Met 

ij! 1 ^ 



ru 



<210> 106 
<211> 6 

fzfs? Drosophila melanogaster 



S <400> 106 

Leu val Ala His Trp Leu 



<210> lOT 
<211> 6 
<212> PRT 
<213> Unknown 



<220> . . . unknown Organism: See Warmke and 

<223> Description of Unkno 
Ganetzky, 1994. 



<400> 101 

Leu Ala Ala His Trp Leu 
1 



<210> 108 
<211> 1 
<212> PRT 

<213> Homo sapiens 



Z°lll°Ln Ue .sn Phe 

1 
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<210> 109 
<211> "7 
<212> PRT 

<213> Homo sapiens 
<400> 109 

ASP He Leu He Asp Phe Arg 
1 ^ 



<210> 110 
<211> "7 . 
<212> PRT 

<213> Drosophila melanogaster 
<400> 110 

Asp He Val Leu Asn Phe His 
1 ^ 



<4 <210> 111 

i/i <211> "7 

;'S <212> PRT 

■';J <213> Unknown 



1 f2lt Description of Unknown Organism: See War.ke and 
Ganetzky, 1994. 



<400> 111 

Asp He Leu Leu Asn Phe Arg 
1 ^ 



<210> 112 
<211> 8 
<212> PRT 

<213> Homo sapiens 

<400> 112 „ , 

Ser val Gly Phe Gly Asn Val Ser 

1 ^ 



<210> 113 
<211> 8 
<212> PRT 

<213> Homo sapiens 

<400> 113 „ , C=>r- 

ser Val Gly Phe Ser Asn Val Ser 

1 ^ 



<210> 114 
<211> 8 
<212> PRT 

<213> Mus musculus 

Sef^al^Gly Phe Gly Asn He Ala 
1 ^ 



35 



<210> 115 
<211> 8 



^2^21 Drosophila melanogaster 

<400> 115 Ala 
Ser Vai Gly Phe Gly Asn v 



1 ^ 



<210> 116 
<211> 8 

\\\% Drosophila melanogaster 

<400> 116 Thr 
Thr Val Gly Tyr Gly Asp 



'■■Z\ 



